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DAF(DAF Amplification Fingerprinting)

DAF 

10306

2.5

AgNO3

DAF

810

PCR

MAAP

(Multiple Arbitrary Amplicon Profiling)

Caetano – Anolles  (1991

DAF

DAF

RAPD

conserved sequences

(Paterson et al., 2004)

DAFMAAP

(Mullis, 1991) Amplicon

(Bassam et al., 

1992)

PCR

(C+G)6070

Caetano–Anolles  (1994)

48

4

DAF

PCR3545

 He1995 

(1992) Bassam et al.

DAF

(Wang et 

al.,1998; Jayara et al.,1992; Lucey et al.,2000)
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 DAF

DAF(Optimization)

1

Oryza sativa L.

 Weigand (1993)

Sahgi–maroof ,(1984)

Al-Judy

2004

Sambrook(1989Al-Judy2004

2DAF

Caetano–Anolles 

(1994)

PCR buffer10X 100

tris HCl8.3

50KCl0.001

(dNTPs)

(dCTP, dGTP, dATP, dTTP)

Operon technologies

OPD25'GGACCCAACC3'

MgCl2Taq DNA Polymerase

Thermocycler 

hybrid

3

1Master Mix

1.5

115 

2

10X 

2.51X 

3d NTPs 2.5200

4

12468

5

310،30،40

6

0.24،3،2.5،1.5

1

vortex30

1

2.5،5،10،25

1520

9440

923572

72

5

253

STR
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2Polyacrylamide 

gel preparation   

Technical manual

Promga (DNA Silver staining 

system 1993)6

DAF

Bassam (1991)

75

31.50.5x40

6

PGEM

Sin 1 , Rsa 1 , Hinf 1

15

36, 45, 65, 75, 126, 179, 222, 350, 396, 460, 

571, 676, 1198, 1605, 2645

52.5

Blue/Orange 6x2.5

2.5

DAF

95

56

2

(AgNO3 

52

DAF

DAF

Bassam (1992)Caetano – 

Anolles(1994)

DAF

1.61.8

PCR4

150

2

1
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1

1M

100

DAF

RAPD

2.5،5،10،25

2.5،5

25

smear

10

2

Wang(1998)DAF

 He  (1997) 2.6

Caetano – Anolles  (1994) 

DAF

1

DAF

2

2.5،5،10،25

10

6PGEM

1040

30

40

DAF

Power(1997)
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3

1040

30

6PGEM

DAF

28

64

24

8

4

28

6

6

PGEM

DAF

2.55

Bassam(1992)

DAF He 

(1997)5

5



 

 13 

5

Taq DNA poly

1،1.5،2.5،3،4

2.5

6PGEM

DAF

dNTPs

DAF

dNTPsPCR200

Sedra(1998)

dNTPs

dNTPs

6

DAF

6

DAF6

PGEM

DNA sequencing 
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6

DAF

20

TBE

10

25

DAF
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Abstract 
 

This type of markers was conducted for the 

first time, Where, much time was dispensed in 

performing many experiments reacted to 

optimal conditions for the amplification 

parameters, These also included the template 

DNA, primer, Magnesium ions, and enzyme 

concentrations. We found that the optimum 

concentration for: template DNA was 10 ng / 

reaction, the primer was 30 Pmol, Magnesium 

6 mM, enzyme was 2.5 unit/ reaction. 

As well as the sensitive method use for 

detection of the amplified fragment by the 

polyacrylamide Gel electrophoresis which 

itself needed time for optimizing running and 

staining with AgNO3 conditions. 
 

 


